
0

300

600

900

Norm Exp_1 Mapping
Read Type

N
o 

of
 R

ea
ds

Total Matching genBC_containing

Summary of Reads

0.00

0.05

0.10

0.15

0.20

−2 0 2
Expression

F
re

qu
en

cy

Samples exp_1

Distribution of expression

0

3

6

9

total mapped aligned above.9
Mapping status

C
ou

nt
s

reverse

Summary of Mapping

50

60

70

80

90

100

0 25 50 75 100
Threshold

P
er

ce
nt

ag
e 

of
 b

ar
co

de
s

Mapping direction freq1_r

Top Location Freq Stats

page 1 of 1


